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Figure 1. Drug transporter, drug metabolising enzyme and nuclear receptor - transcription factor gene expression profiles in fresh human hepatocytes

Total RNA isolated from untreated and drug-treated human hepatocytes was labelled and hybridised to individual DTEx"-DDI microarrays as described in the Methods. Log2-normalised fluorescence intensity values from each microarray hybridisation were used to generate the matrix plot.
Gene expression values represent the normalised, log2-transformed median value from 6 individual microarray hybridisations [n=24 for each gene].
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2. Cytochrome P450 gene expression levels tended to decrease
or remain constant at the two time-points examined for both
dexamethasone and/or rifampin [eg. cypl A2; 2A6; 2E1; 3A4]. \

3. Nuclear receptor-Transcription factor gene expression levels
tended to remain constant or increase slightly at the two time-

points examined for both dexamethasone and/or rifampin
[eg. LXR; PXR/SXR; RXRB].

Figure 2. Hierarchical clustering of drug transporter, drug metabolising enzyme and nuclear receptor - transcription factor gene expression values from fresh human hepatocytes.
The normalised, log2-transformed median values were used to generate the clustering dendrograms. Hierarchical clustering was performed using GeneLinker Gold and for each gene panel indicates which genes are most similar in their gene expression pattern
across all the samples tested.
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NoAb®/ BioDiscoveries Figure 3. Levels of drug transporter, drug metabolising enzyme and nuclear receptor - transcription factor gene expression in fresh human hepatocytes. Normalised, log2-transformed median values were used to generate the bar graph

Normalised, log2-transformed median values were used to generate graphs for each of the chosen gene panels using Microsoft Excel. Both temporal and drug-associated changes in gene expression can be seen for each of the chosen gene panels. for each of the chosen genes using Microsoft Excel.
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